£•! SEQUENCE LISTING 

<110> Wei, Ying-Fei 
Yu, Guo- Liang 
Gentz, Reiner 
Ruben, Steven 



<12 0> Tumor Necrosis Factor Receptor 5 



<130> 


1488 . 1280006 


<140> 
<141> 


09/826, 212 
2001-04-05 


<150> 
<151> 


09/006, 353 
1998-01-13 


<150> 
<151> 


60/054 , 885 
1997-08-07 


<150> 
<151> 


60/035, 496 
1997-01-14 


<160> 


26 



RECEIVED 

MAR 3 1 2003 

TECH CENTER 1600/2900 



<170> Patentln version 3.0 



<210> 1 

<211> 1392 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (183) . . (959) 



<220> 



<221> mat_peptide 
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<222> (261) . . () 
<220> 

<221> sig_peptide 

<222> (183) . . (260) 



<400> 1 

cctctccacg cgcacgaact cagccaacga tttctgatag atttttggga gtttgaccag 60 

agatgcaagg ggtgaaggag cgcttcctac cgttagggaa ctctggggac agagcgcccc 12 0 

ggccgcctga tggccgaggc agggtgcgac ccaggaccca ggacggcgtc gggaaccata 18 0 

cc atg gcc egg ate ccc aag acc eta aag ttc gtc gtc gtc ate gtc 227 
Met Ala Arg lie Pro Lys Thr Leu Lys Phe Val Val Val lie Val 
-25 -20 -15 

gcg gtc ctg ctg cca gtc eta get tac tct gcc acc act gcc egg cag 275 
Ala Val Leu Leu Pro Val Leu Ala Tyr Ser Ala Thr Thr Ala Arg Gin 
-10 -5 -11 5 

gag gaa gtt ccc cag cag aca gtg gcc cca cag caa cag agg cac age 323 
Glu Glu Val Pro Gin Gin Thr Val Ala Pro Gin Gin Gin Arg His Ser 
10 15 20 

ttc aag ggg gag gag tgt cca gca gga tct cat aga tea gaa cat act 371 
Phe Lys Gly Glu Glu Cys Pro Ala Gly Ser His Arg Ser Glu His Thr 
25 30 35 

gga gcc tgt aac ccg tgc aca gag ggt gtg gat tac acc aac get tec 419 
Gly Ala Cys Asn Pro Cys Thr Glu Gly Val Asp Tyr Thr Asn Ala Ser 
40 45 50 

aac aat gaa cct tct tgc ttc cca tgt aca gtt tgt aaa tea gat caa 467 
Asn Asn Glu Pro Ser Cys Phe Pro Cys Thr Val Cys Lys Ser Asp Gin 
55 60 65 

aaa cat aaa agt tec tgc acc atg acc aga gac aca gtg tgt cag tgt 515 
Lys His Lys Ser Ser Cys Thr Met Thr Arg Asp Thr Val Cys Gin Cys 
70 75 80 85 

aaa gaa ggc acc ttc egg aat gaa aac tec cca gag atg tgc egg aag 563 
Lys Glu Gly Thr Phe Arg Asn Glu Asn Ser Pro Glu Met Cys Arg Lys 
90 95 100 

^9^ a 9 c a 99 t9 c cct a 9t 999 9 aa 9 tc caa 9 tc a 9t aat t9t ac 9 tcc 611 
Cys Ser Arg Cys Pro Ser Gly Glu Val Gin Val Ser Asn Cys Thr Ser 
105 110 115 

tgg gat gat ate cag tgt gtt gaa gaa ttt ggt gcc aat gcc act gtg 659 
Trp Asp Asp lie Gin Cys Val Glu Glu Phe Gly Ala Asn Ala Thr Val 

12.0 1-2-5 —1-3-0- 



gaa acc cca get get gaa gag aca atg aac acc age ccg ggg act cct 707 
Glu Thr Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly Thr Pro 
135 140 145 
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gcc cca get get gaa gag aca atg aac acc age cca ggg act cct gee 755 

Ala Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly Thr Pro Ala 
150 155 160 165 

cca get get gaa gag aca atg acc acc age ccg ggg act cct gec cca 803 
Pro Ala Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Pro 
170 175 180 

get get gaa gag aca atg acc acc age ccg ggg act cct gee cca get 851 
Ala Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Pro Ala 
185 190 195 

get gaa gag aca atg acc acc age ccg ggg act cct gee tct tct cat 899 
Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Ser Ser His 
200 205 210 

tac etc tea tgc acc ate gta ggg ate ata gtt eta att gtg ctt ctg 947 
Tyr Leu Ser Cys Thr lie Val Gly lie lie Val Leu lie Val Leu Leu 
215 220 225 

att gtg ttt gtt tgaaagactt cactgtggaa gaaattcctt ccttacctga 999 

lie Val Phe Val 

230 



aaggttcagg 


taggegctgg 


ctgagggegg 


ggggcgctgg 


acactctctg 


ccctgcctcc 


1059 


ctctgctgtg 


ttcccacaga 


cagaaacgcc 


tgcccctgcc 


ccaagtcctg 


gtgtctccag 


1119 


cctggctcta 


tcttcctcct 


tgtgatcgtc 


ccatccccac 


atcccgtgca 


ccccccagga 


1179 


ccctggtctc 


atcagtccct 


ctcctggagc 


tgggggtcca 


cacatctccc 


agccaagtcc 


1239 


aagaggcagg 


gccagttcct 


cccatcttca 


ggcccagcca 


ggcagggggc 


agtcggctcc 


1299 


tcaactgggt 


gacaagggtg 


aggatgagaa 


gtggtcacgg 


gatttattca 


gecttggtea 


1359 


gagcagaaca 


cagagatttt 


ccgtgaaaaa 


aaa 






1392 



<210> 2 

<211> 259 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Arg lie Pro Lys Thr Leu Lys Phe Val Val Val lie Val Ala 
-25 -20 -15 



Val Leu Leu Pro Val Leu Ala Tyr Ser Ala Thr Thr Ala Arg Gin Glu 
-10 -5 -11 5 



Glu Val Pro Gin Gin Thr Val Ala Pro Gin Gin Gin Arg His Ser Phe 
10 15 20 
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Lys Gly Glu Glu Cys Pro Ala Gly Ser His Arg Ser Glu His Thr Gly 
25 30 35 



Ala Cys Asn Pro Cys Thr Glu Gly Val Asp Tyr Thr Asn Ala Ser Asn 
40 45 50 



Asn Glu Pro Ser Cys Phe Pro Cys Thr Val Cys Lys Ser Asp Gin Lys 
55 60 65 70 



His Lys Ser Ser Cys Thr Met Thr Arg Asp Thr Val Cys Gin Cys Lys 
75 80 85 



Glu Gly Thr Phe Arg Asn Glu Asn Ser Pro Glu Met Cys Arg Lys Cys 
90 95 100 



Ser Arg Cys Pro Ser Gly Glu Val Gin Val Ser Asn Cys Thr Ser Trp 
105 110 115 



Asp Asp He Gin Cys Val Glu Glu Phe Gly Ala Asn Ala Thr Val Glu 
120 125 130 



Thr Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly Thr Pro Ala 
135 140 145 150 



Pro Ala Ala Glu Glu Thr Met Asn Thr Ser Pro Gly Thr Pro Ala Pro 
155 160 165 



Ala Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Pro Ala 
170 175 180 



Ala Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Pro Ala Ala 
185 190 195 



Glu Glu Thr Met Thr Thr Ser Pro Gly Thr Pro Ala Ser Ser His Tyr 
200 205 210 



Leu Ser Cys Thr He Val Gly He He Val Leu He Val Leu Leu He 
215 220 225 230 



Val Phe Val 



<210> 3 



<211> 455 
<212> PRT 
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<213> Homo sapiens 
<400> 3 

Met Gly Leu Ser Thr Val Pro Asp Leu Leu Leu Pro Leu Val Leu Leu 
15 10 15 

Glu Leu Leu Val Gly lie Tyr Pro Ser Gly Val lie Gly Leu Val Pro 
20 25 30 

His Leu Gly Asp Arg Glu Lys Arg Asp Ser Val Cys Pro Gin Gly Lys 
35 40 45 

Tyr lie His Pro Gin Asn Asn Ser lie Cys Cys Thr Lys Cys His Lys 
50 55 60 

Gly Thr Tyr Leu Tyr Asn Asp Cys Pro Gly Pro Gly Gin Asp Thr Asp 
65 70 75 80 

Cys Arg Glu Cys Glu Ser Gly Ser Phe Thr Ala Ser Glu Asn His Leu 
85 90 95 

Arg His Cys Leu Ser Cys Ser Lys Cys Arg Lys Glu Met Gly Gin Val 
100 105 110 

Glu lie Ser Ser Cys Thr Val Asp Arg Asp Thr Val Cys Gly Cys Arg 
115 120 125 

Lys Asn Gin Tyr Arg His Tyr Trp Ser Glu Asn Leu Phe Gin Cys Phe 
130 135 140 

Asn Cys Ser Leu Cys Leu Asn Gly Thr Val His Leu Ser Cys Gin Glu 
145 150 155 160 

Lys Gin Asn Thr Val Cys Thr Cys His Ala Gly Phe Phe Leu Arg Glu 
165 170 175 

Asn Glu Cys Val Ser Cys Ser Asn Cys Lys Lys Ser Leu Glu Cys Thr 
180 185 190 

Lys Leu Cys Leu Pro Gin lie Glu Asn Val Lys Gly Thr Glu Asp Ser 
195 200 205 

Gly Thr Thr Val Leu Leu Pro Leu Val lie Phe Phe Gly Leu Cys Leu 
210 215 220 

Leu Ser Leu Leu Phe lie Gly Leu Met Tyr Arg Tyr Gin Arg Trp Lys 
225 230 235 240 

Ser Lys Leu Tyr Ser lie Val Cys Gly Lys Ser Thr Pro Glu Lys Glu 
245 250 255 

Gly Glu Leu Glu Gly Thr Thr Thr Lys Pro Leu Ala Pro Asn Pro Ser 
260 265 270 



Phe Ser Pro Thr Pro G ly__Phe . Thr_ Pro— Thr— Leu— Gly— Phe— Ser— Pro-Va'l~ 
275 280 285 



Pro Ser Ser Thr Phe Thr Ser Ser Ser Thr Tyr Thr Pro Gly Asp Cys 
290 295 300 
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Pro Asn Phe Ala Ala Pro Arg Arg Glu Val Ala Pro Pro Tyr Gin Gly 
305 310 315 320 

Ala Asp Pro lie Leu Ala Thr Ala Leu Ala Ser Asp Pro lie Pro Asn 
325 330 335 

Pro Leu Gin Lys Trp Glu Asp Ser Ala His Lys Pro Gin Ser Leu Asp 
340 345 350 

Thr Asp Asp Pro Ala Thr Leu Tyr Ala Val Val Glu Asn Val Pro Pro 
355 360 365 

Leu Arg Trp Lys Glu Phe Val Arg Arg Leu Gly Leu Ser Asp His Glu 
370 375 380 

lie Asp Arg Leu Glu Leu Gin Asn Gly Arg Cys Leu Arg Glu Ala Gin 
385 390 395 400 

Tyr Ser Met Leu Ala Thr Trp Arg Arg Arg Thr Pro Arg Arg Glu Ala 
405 410 415 

Thr Leu Glu Leu Leu Gly Arg Val Leu Arg Asp Met Asp Leu Leu Gly 
420 425 430 

Cys Leu Glu Asp lie Glu Glu Ala Leu Cys Gly Pro Ala Ala Leu Pro 
435 440 445 

Pro Ala Pro Ser Leu Leu Arg 
450 455 

<210> 4 

<211> 461 

<212> PRT 

<213> Homo sapiens 



<400> 4 

Met Ala Pro Val Ala Val Trp Ala Ala Leu Ala Val Gly Leu Glu Leu 
15 10 15 

Trp Ala Ala Ala His Ala Leu Pro Ala Gin Val Ala Phe Thr Pro Tyr 
20 25 30 

Ala Pro Glu Pro Gly Ser Thr Cys Arg Leu Arg Glu Tyr Tyr Asp Gin 
35 40 45 

Thr Ala Gin Met Cys Cys Ser Lys Cys Ser Pro Gly Gin His Ala Lys 
50 55 60 

Val Phe Cys Thr Lys Thr Ser Asp Thr Val Cys Asp Ser Cys Glu Asp 
65 70 75 80 



Ser Thr Tyr Thr Gi n Leu__Trp_Asn_ Trp— Val— Pro-G-l-u— Gys— Leu— Ser~Cys 
85 90 95 



Gly Ser Arg Cys Ser Ser Asp Gin Val Glu Thr Gin Ala Cys Thr Arg 
100 105 110 
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Glu Gin Asn Arg lie Cys Thr Cys Arg Pro Gly Trp Tyr Cys Ala Leu 
115 120 125 

Ser Lys Gin Glu Gly Cys Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg 
130 135 140 

Pro Gly Phe Gly Val Ala Arg Pro Gly Thr Glu Thr Ser Asp Val Val 
145 150 155 160 

Cys Lys Pro Cys Ala Pro Gly Thr Phe Ser Asn Thr Thr Ser Ser Thr 
165 170 175 

Asp lie Cys Arg Pro His Gin lie Cys Asn Val Val Ala lie Pro Gly 
180 185 190 

Asn Ala Ser Arg Asp Ala Val Cys Thr Ser Thr Ser Pro Thr Arg Ser 
195 200 205 

Met Ala Pro Gly Ala Val His Leu Pro Gin Pro Val Ser Thr Arg Ser 
210 215 220 

Gin His Thr Gin Pro Thr Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser 
225 230 235 240 

Phe Leu Leu Pro Met Gly Pro Ser Pro Pro Ala Glu Gly Ser Thr Gly 
245 250 255 

Asp Phe Ala Leu Pro Val Gly Leu lie Val Gly Val Thr Ala Leu Gly 
260 265 270 

Leu Leu lie lie Gly Val Val Asn Cys Val lie Met Thr Gin Val Lys 
275 280 285 

Lys Lys Pro Leu Cys Leu Gin Arg Glu Ala Lys Val Pro His Leu Pro 
290 295 300 

Ala Asp Lys Ala Arg Gly Thr Gin Gly Pro Glu Gin Gin His Leu Leu 
305 310 315 320 

lie Thr Ala Pro Ser Ser Ser Ser Ser Ser Leu Glu Ser Ser Ala Ser 
325 330 335 

Ala Leu Asp Arg Arg Ala Pro Thr Arg Asn Gin Pro Gin Ala Pro Gly 
340 345 350 

Val Glu Ala Ser Gly Ala Gly Glu Ala Arg Ala Ser Thr Gly Ser Ser 
355 360 365 

Asp Ser Ser Pro Gly Gly His Gly Thr Gin Val Asn Val Thr Cys lie 
370 375 380 

Val Asn Val Cys Ser Ser Ser Asp His Ser Ser Gin Cys Ser Ser Gin 
385 390 395 400 

Ala Ser Ser Thr Met Gly Asp Thr Asp Ser Ser Pro Ser Glu Ser Pro 
405 410 415 



Lys Asp Glu Gi n Val Pro Phe Ser Lys Gl u_Glu_ Cvs-Ala— Phe— Arg- Ser- 
~4 20 ~ 4 2 5 4 3 0 



Gin Leu Glu Thr Pro Glu Thr Leu Leu Gly Ser Thr Glu Glu Lys Pro 
435 440 445 
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Leu Pro Leu Gly Val Pro Asp Ala Gly Met Lys Pro Ser 
450 455 460 

<210> 5 

<211> 427 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Gly Ala Gly Ala Thr Gly Arg Ala Met Asp Gly Pro Arg Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Gly Val Ser Leu Gly Gly Ala Lys Glu Ala Cys 
20 25 30 

Pro Thr Gly Leu Tyr Thr His Ser Gly Glu Cys Cys Lys Ala Cys Asn 
35 40 45 

Leu Gly Glu Gly Val Ala Gin Pro Cys Gly Ala Asn Gin Thr Val Cys 
50 55 60 

Glu Pro Cys Leu Asp Ser Val Thr Phe Ser Asp Val Val Ser Ala Thr 
65 70 75 80 

Glu Pro Cys Lys Pro Cys Thr Glu Cys Val Gly Leu Gin Ser Met Ser 
85 90 95 

Ala Pro Cys Val Glu Ala Asp Asp Ala Val Cys Arg Cys Ala Tyr Gly 
100 105 110 

Tyr Tyr Gin Asp Glu Thr Thr Gly Arg Cys Glu Ala Cys Arg Val Cys 
115 120 125 

Glu Ala Gly Ser Gly Leu Val Phe Ser Cys Gin Asp Lys Gin Asn Thr 
130 135 140 

Val Cys Glu Glu Cys Pro Asp Gly Thr Tyr Ser Asp Glu Ala Asn His 
145 150 155 160 

Val Asp Pro Cys Leu Pro Cys Thr Val Cys Glu Asp Thr Glu Arg Gin 
165 170 175 

Leu Arg Glu Cys Thr Arg Trp Ala Asp Ala Glu Cys Glu Glu lie Pro 
180 185 190 

Gly Arg Trp lie Thr Arg Ser Thr Pro Pro Glu Gly Ser Asp Ser Thr 
195 200 205 

Ala Pro Ser Thr Gin Glu Pro Glu Ala Pro Pro Glu Gin Asp Leu lie 
210 215 220 



Al a Ser Thr Val Ala Gly Val Va l _Thr_Thr—Va l-Met-G-l-y— Se-r— S e r-G 1 m- 
225 230 235 240 

Pro Val Val Thr Arg Gly Thr Thr Asp Asn Leu lie Pro Val Tyr Cys 
245 250 255 
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Ser lie Leu Ala Ala Val Val Val Gly Leu Val Ala Tyr lie Ala Phe 
260 265 270 

Lys Arg Trp Asn Ser Cys Lys Gin Asn Lys Gin Gly Ala Asn Ser Arg 
275 280 285 

Pro Val Asn Gin Thr Pro Pro Pro Glu Gly Glu Lys Leu His Ser Asp 
290 295 300 

Ser Gly lie Ser Val Asp Ser Gin Ser Leu His Asp Gin Gin Pro His 
305 310 315 320 

Thr Gin Thr Ala Ser Gly Gin Ala Leu Lys Gly Asp Gly Gly Leu Tyr 
325 330 335 

Ser Ser Leu Pro Pro Ala Lys Arg Glu Glu Val Glu Lys Leu Leu Asn 
340 345 350 

Gly Ser Ala Gly Asp Thr Trp Arg His Leu Ala Gly Glu Leu Gly Tyr 
355 360 365 

Gin Pro Glu His lie Asp Ser Phe Thr His Glu Ala Cys Pro Val Arg 
370 375 380 

Ala Leu Leu Ala Ser Trp Ala Thr Gin Asp Ser Ala Thr Leu Asp Ala 
385 390 395 400 

Leu Leu Ala Ala Leu Arg Arg lie Gin Arg Ala Asp Leu Val Glu Ser 
405 410 415 

Leu Cys Ser Glu Ser Thr Ala Thr Ser Pro Val 
420 425 

<210> 6 

<211> 415 

<212> PRT 

<213> Homo sapiens 



<400> 6 

Met Arg Leu Pro Arg Ala Ser Ser Pro Cys Gly Leu Ala Trp Gly Pro 
15 10 15 

Leu Leu Leu Gly Leu Ser Gly Leu Leu Val Ala Ser Gin Pro Gin Leu 
20 25 30 

Val Pro Pro Tyr Arg lie Glu Asn Gin Thr Cys Trp Asp Gin Asp Lys 
35 40 45 

Glu Tyr Tyr Glu Pro Met His Asp Val Cys Cys Ser Arg Cys Pro Pro 
50 55 60 

G ly Glu Phe Val Phe Ala Val Cvs_Se r_ Ar g_S e r— Gin-Asp— Thr— Val— Cys 
~6~5 70 75 80 



Lys Thr Cys Pro His Asn Ser Tyr Asn Glu His Trp Asn His Leu Ser 
85 90 95 
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Thr Cys Gin Leu Cys Arg Pro Cys Asp lie Val Leu Gly Phe Glu Glu 
100 105 110 

Val Ala Pro Cys Thr Ser Asp Arg Lys Ala Glu Cys Arg Cys Gin Pro 
115 120 125 

Gly Met Ser Cys Val Tyr Leu Asp Asn Glu Cys Val His Cys Glu Glu 
130 135 140 

Glu Arg Leu Val Leu Cys Gin Pro Gly Thr Glu Ala Glu Val Thr Asp 
145 150 155 160 

Glu lie Met Asp Thr Asp Val Asn Cys Val Pro Cys Lys Pro Gly His 
165 170 175 

Phe Gin Asn Thr Ser Ser Pro Arg Ala Arg Cys Gin Pro His Thr Arg 
180 185 190 

Cys Glu lie Gin Gly Leu Val Glu Ala Ala Pro Gly Thr Ser Tyr Ser 
195 200 205 

Asp Thr lie Cys Lys Asn Pro Pro Glu Pro Gly Ala Met Leu Leu Leu 
210 215 220 

Ala lie Leu Leu Ser Leu Val Leu Phe Leu Leu Phe Thr Thr Val Leu 
225 230 235 240 

Ala Cys Ala Trp Met Arg His Pro Ser Leu Cys Arg Lys Leu Gly Thr 
245 250 255 

Leu Leu Lys Arg His Pro Glu Gly Glu Glu Ser Pro Pro Cys Pro Ala 
260 265 270 

Pro Arg Ala Asp Pro His Phe Pro Asp Leu Ala Glu Pro Leu Leu Pro 
275 280 285 

Met Ser Gly Asp Leu Ser Pro Ser Pro Ala Gly Pro Pro Thr Ala Pro 
290 295 300 

Ser Leu Glu Glu Val Val Leu Gin Gin Gin Ser Pro Leu Val Gin Ala 
305 310 315 320 

Arg Glu Leu Glu Ala Glu Pro Gly Glu His Gly Gin Val Ala His Gly 
325 330 335 

Ala Asn Gly lie His Val Thr Gly Gly Ser Val Thr Val Thr Gly Asn 
340 345 350 

lie Tyr lie Tyr Asn Gly Pro Val Leu Gly Gly Thr Arg Gly Pro Gly 
355 360 365 

Asp Pro Pro Ala Pro Pro Glu Pro Pro Tyr Pro Thr Pro Glu Glu Gly 
370 375 380 

Ala Pro Gly Pro Ser Glu Leu Ser Thr Pro Tyr Gin Glu Asp Gly Lys 
385 390 395 400 



_Al_a__Trp_H i s_Leu A 1 a_Glu_ Thr— G 1 u— Thr— Leu-G 1 y— Cy s-G In— As p— Leu- 
405 410 415 



<210> 7 
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<211> 335 
<212> PRT 
<213> Homo sapiens 

<400> 7 

Met Leu Gly lie Trp Thr Leu Leu Pro Leu Val Leu Thr Ser Val Ala 
15 10 15 

Arg Leu Ser Ser Lys Ser Val Asn Ala Gin Val Thr Asp lie Asn Ser 
20 25 30 

Lys Gly Leu Glu Leu Arg Lys Thr Val Thr Thr Val Glu Thr Gin Asn 
35 40 45 

Leu Glu Gly Leu His His Asp Gly Gin Phe Cys His Lys Pro Cys Pro 
50 55 60 

Pro Gly Glu Arg Lys Ala Arg Asp Cys Thr Val Asn Gly Asp Glu Pro 
65 70 75 80 

Asp Cys Val Pro Cys Gin Glu Gly Lys Glu Tyr Thr Asp Lys Ala His 
85 90 95 

Phe Ser Ser Lys Cys Arg Arg Cys Arg Leu Cys Asp Glu Gly His Gly 
100 105 110 

Leu Glu Val Glu lie Asn Cys Thr Arg Thr Gin Asn Thr Lys Cys Arg 
115 120 125 

Cys Lys Pro Asn Phe Phe Cys Asn Ser Thr Val Cys Glu His Cys Asp 
130 135 140 

Pro Cys Thr Lys Cys Glu His Gly lie lie Lys Glu Cys Thr Leu Thr 
145 150 155 160 

Ser Asn Thr Lys Cys Lys Glu Glu Gly Ser Arg Ser Asn Leu Gly Trp 
165 170 175 

Leu Cys Leu Leu Leu Leu Pro lie Pro Leu lie Val Trp Val Lys Arg 
180 185 190 

Lys Glu Val Gin Lys Thr Cys Arg Lys His Arg Lys Glu Asn Gin Gly 
195 200 205 

Ser His Glu Ser Pro Thr Leu Asn Pro Glu Thr Val Ala lie Asn Leu 
210 215 220 

Ser Asp Val Asp Leu Ser Lys Tyr lie Thr Thr lie Ala Gly Val Met 
225 230 235 240 

Thr Leu Ser Gin Val Lys Gly Phe Val Arg Lys Asn Gly Val Asn Glu 
245 250 255 



Ala Lys lie Asp Glu lie Lys Asn Asp Asn Val Gin Asp Thr Ala Glu 
260 265 270 



Gin Lys Val Gin Leu Leu Arg Asn Trp His Gin Leu His Gly Lys Lys 
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275 280 285 

Glu Ala Tyr Asp Thr Leu lie Lys Asp Leu Lys Lys Ala Asn Leu Cys 
290 295 300 

Thr Leu Ala Glu Lys lie Gin Thr lie lie Leu Lys Asp lie Thr Ser 
305 310 315 320 

Asp Ser Glu Asn Ser Asn Phe Arg Asn Glu lie Gin Ser Leu Val 
325 330 335 

<210> 8 

<211> 260 

<212> PRT 

<213> Homo sapiens 



<400> 8 

Met Ala Arg Pro His Pro Trp Trp Leu Cys Val Leu Gly Thr Leu Val 
15 10 15 

Gly Leu Ser Ala Thr Pro Ala Pro Lys Ser Cys Pro Glu Arg His Tyr 
20 25 30 

Trp Ala Gin Gly Lys Leu Cys Cys Gin Met Cys Glu Pro Gly Thr Phe 
35 40 45 

Leu Val Lys Asp Cys Asp Gin His Arg Lys Ala Ala Gin Cys Asp Pro 
50 55 60 

Cys lie Pro Gly Val Ser Phe Ser Pro Asp His His Thr Arg Pro His 
65 70 75 80 

Cys Glu Ser Cys Arg His Cys Asn Ser Gly Leu Leu Val Arg Asn Cys 
85 90 95 

Thr lie Thr Ala Asn Ala Glu Cys Ala Cys Arg Asn Gly Trp Gin Cys 
100 105 110 

Arg Asp Lys Glu Cys Thr Glu Cys Asp Pro Leu Pro Asn Pro Ser Leu 
115 120 125 

Thr Ala Arg Ser Ser Gin Ala Leu Ser Pro His Pro Gin Pro Thr His 
130 135 140 

Leu Pro Tyr Val Ser Glu Met Leu Glu Ala Arg Thr Ala Gly His Met 
145 150 155 160 

Gin Thr Leu Ala Asp Phe Arg Gin Leu Pro Ala Arg Thr Leu Ser Thr 
165 170 175 

His Trp Pro Pro Gin Arg Ser Leu Cys Ser Ser Asp Phe lie Arg lie 
180 185 1-90 



Leu Val lie Phe Ser Gly Met Phe Leu Val Phe Thr Leu Ala Gly Ala 
195 200 205 
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Leu Phe Leu His Gin Arg Arg Lys Tyr Arg Ser Asn Lys Gly Glu Ser 
210 215 220 

Pro Val Glu Pro Ala Glu Pro Cys Arg Tyr Ser Cys Pro Arg Glu Glu 
225 230 235 240 

Glu Gly Ser Thr He Pro He Gin Glu Asp Tyr Arg Lys Pro Glu Pro 
245 250 255 

Ala Cys Ser Pro 
260 

<210> 9 

<211> 595 

<212> PRT 

<213> Homo sapiens 



<400> 9 

Met Arg Val Leu Leu Ala Ala Leu Gly Leu Leu Phe Leu Gly Ala Leu 
15 10 15 

Arg Ala Phe Pro Gin Asp Arg Pro Phe Glu Asp Thr Cys His Gly Asn 
20 25 30 

Pro Ser His Tyr Tyr Asp Lys Ala Val Arg Arg Cys Cys Tyr Arg Cys 
35 40 45 

Pro Met Gly Leu Phe Pro Thr Gin Gin Cys Pro Gin Arg Pro Thr Asp 
50 55 60 

Cys Arg Lys Gin Cys Glu Pro Asp Tyr Tyr Leu Asp Glu Ala Asp Arg 
65 70 75 80 

Cys Thr Ala Cys Val Thr Cys Ser Arg Asp Asp Leu Val Glu Lys Thr 
85 90 95 

Pro Cys Ala Trp Asn Ser Ser Arg Val Cys Glu Cys Arg Pro Gly Met 
100 105 110 

Phe Cys Ser Thr Ser Ala Val Asn Ser Cys Ala Arg Cys Phe Phe His 
115 120 125 

Ser Val Cys Pro Ala Gly Met He Val Lys Phe Pro Gly Thr Ala Gin 
130 135 140 

Lys Asn Thr Val Cys Glu Pro Ala Ser Pro Gly Val Ser Pro Ala Cys 
145 150 155 160 

Ala Ser Pro Glu Asn Cys Lys Glu Pro Ser Ser Gly Thr He Pro Gin 
165 170 175 

Ala Lys Pro Thr Pro Val S e r_Rr.o_ A "1 ^ Thr e r— S e r— A 1 a—S e r— Thr— Me t 
— 180 185 190 



Pro Val Arg Gly Gly Thr Arg Leu Ala Gin Glu Ala Ala Ser Lys Leu 
195 200 205 
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Thr Arg Ala Pro Asp Ser Pro Ser Ser Val Gly Arg Pro Ser Ser Asp 
210 215 220 

Pro Gly Leu Ser Pro Thr Gin Pro Cys Pro Glu Gly Ser Gly Asp Cys 
225 230 235 240 

Arg Lys Gin Cys Glu Pro Asp Tyr Tyr Leu Asp Glu Ala Gly Arg Cys 
245 250 255 

Thr Ala Cys Val Ser Cys Ser Arg Asp Asp Leu Val Glu Lys Thr Pro 
260 265 270 

Cys Ala Trp Asn Ser Ser Arg Thr Cys Glu Cys Arg Pro Gly Met lie 
275 280 285 

Cys Ala Thr Ser Ala Thr Asn Ser Cys Ala Arg Cys Val Pro Tyr Pro 
290 295 300 

lie Cys Ala Ala Glu Thr Val Thr Lys Pro Gin Asp Met Ala Glu Lys 
305 310 315 320 

Asp Thr Thr Phe Glu Ala Pro Pro Leu Gly Thr Gin Pro Asp Cys Asn 
325 330 335 

Pro Thr Pro Glu Asn Gly Glu Ala Pro Ala Ser Thr Ser Pro Thr Gin 
340 345 350 

Ser Leu Leu Val Asp Ser Gin Ala Ser Lys Thr Leu Pro lie Pro Thr 
355 360 365 

Ser Ala Pro Val Ala Leu Ser Ser Thr Gly Lys Pro Val Leu Asp Ala 
370 375 380 

Gly Pro Val Leu Phe Trp Val lie Leu Val Leu Val Val Val Val Gly 
385 390 395 400 

Ser Ser Ala Phe Leu Leu Cys His Arg Arg Ala Cys Arg Lys Arg lie 
405 410 415 

Arg Gin Lys Leu His Leu Cys Tyr Pro Val Gin Thr Ser Gin Pro Lys 
420 425 430 

Leu Glu Leu Val Asp Ser Arg Pro Arg Arg Ser Ser Thr Gin Leu Arg 
435 440 445 

Ser Gly Ala Ser Val Thr Glu Pro Val Ala Glu Glu Arg Gly Leu Met 
450 455 460 

Ser Gin Pro Leu Met Glu Thr Cys His Ser Val Gly Ala Ala Tyr Leu 
465 470 475 480 

Glu Ser Leu Pro Leu Gin Asp Ala Ser Pro Ala Gly Gly Pro Ser Ser 
485 490 495 

Pro Arg Asp Leu Pro Glu Pro Arg Val Ser Thr Glu His Thr Asn Asn 
500 505 510 

Lys He Glu Lys He T yr He Met L vs Ala^Asp— Thr— Va-1— I-l-e— Va-1— Gly- 
" 515 520 525 



Thr Val Lys Ala Glu Leu Pro Glu Gly Arg Gly Leu Ala Gly Pro Ala 
530 535 540 
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Glu Pro Glu Leu Glu Glu Glu Leu Glu Ala Asp His Thr Pro His Tyr 
545 550 555 560 

Pro Glu Gin Glu Thr Glu Pro Pro Leu Gly Ser Cys Ser Asp Val Met 
565 570 575 

Leu Ser Val Glu Glu Glu Gly Lys Glu Asp Pro Leu Pro Thr Ala Ala 
580 585 590 

Ser Gly Lys 
595 

<210> 10 

<211> 277 

<212> PRT 

<213> Homo sapiens 



<400> 10 

Met Val Arg Leu Pro Leu Gin Cys Val Leu Trp Gly Cys Leu Leu Thr 
15 10 15 



Ala Val His Pro 
20 

lie Asn Ser Gin 
35 

Ser Asp Cys Thr 
50 

Ser Glu Phe Leu 
65 

Lys Tyr Cys Asp 



Ser Glu Thr Asp 
100 

Ser Glu Ala Cys 
115 



Glu Pro Pro Thr 



Cys Cys Ser Leu 
40 

Glu Phe Thr Glu 
55 

Asp Thr Trp Asn 
70 

Pro Asn Leu Gly 
85 

Thr lie Cys Thr 



Glu Ser Cys Val 
120 



Ala Cys Arg Glu 
25 

Cys Gin Pro Gly> 



Thr Glu Cys Leu 
60 

Arg Glu Thr His 
75 

Leu Arg Val Gin 
90 

Cys Glu Glu Gly 
105 

Leu His Arg Ser 



Lys Gin Tyr Leu 
30 

Gin Lys Leu Val 
45 

Pro Cys Gly Glu 



Cys His Gin His 
80 

Gin Lys Gly Thr 
95 

Trp His Cys Thr 
110 

Cys Ser Pro Gly 
125 



Phe Gly Val Lys Gin lie Ala Thr Gly Val Ser Asp Thr lie Cys Glu 

130 135 140 

Pro Cys Pro Val Gly Phe Phe Ser Asn Val Ser Ser Ala Phe Glu Lys 

145 150 155 160 



Cys His Pro Trp Thr Ser Cys Glu Thr Lys Asp Leu Val Val Gin Gin 
165 170 175 

_Ala_jGly Thr_Asn_Lys_Thr_Asp_Val-— Val— Cys— Gly — Pro— G-l-n— Asp— Arg— Leu 

180 185 190 



Arg Ala Leu Val Val lie Pro lie lie Phe Gly lie Leu Phe Ala lie 
195 200 205 



-16- 

Leu Leu Val Leu Val Phe lie Lys Lys Val Ala Lys Lys Pro Thr Asn 
210 215 220 

Lys Ala Pro His Pro Lys Gin Glu Pro Gin Glu lie Asn Phe Pro Asp 
225 230 235 240 

Asp Leu Pro Gly Ser Asn Thr Ala Ala Pro Val Gin Glu Thr Leu His 
245 250 255 

Gly Cys Gin Pro Val Thr Gin Glu Asp Gly Lys Glu Ser Arg lie Ser 
260 265 270 

Val Gin Glu Arg Gin 
275 

<210> 11 

<211> 255 

<212> PRT 

<213> Homo sapiens 



<400> 11 

Met Gly Asn Ser Cys Tyr Asn lie Val Ala Thr Leu Leu Leu Val Leu 
15 10 15 

Asn Phe Glu Arg Thr Arg Ser Leu Gin Asp Pro Cys Ser Asn Cys Pro 
20 25 30 

Ala Gly Thr Phe Cys Asp Asn Asn Arg Asn Gin lie Cys Ser Pro Cys 
35 40 45 

Pro Pro Asn Ser Phe Ser Ser Ala Gly Gly Gin Arg Thr Cys Asp lie 
50 55 60 

Cys Arg Gin Cys Lys Gly Val Phe Arg Thr Arg Lys Glu Cys Ser Ser 
65 70 75 80 

Thr Ser Asn Ala Glu Cys Asp Cys Thr Pro Gly Phe His Cys Leu Gly 
85 90 95 

Ala Gly Cys Ser Met Cys Glu Gin Asp Cys Lys Gin Gly Gin Glu Leu 
100 105 110 

Thr Lys Lys Gly Cys Lys Asp Cys Cys Phe Gly Thr Phe Asn Asp Gin 
115 120 125 

Lys Arg Gly lie Cys Arg Pro Trp Thr Asn Cys Ser Leu Asp Gly Lys 
130 135 140 

Ser Val Leu Val Asn Gly Thr Lys Glu Arg Asp Val Val Cys Gly Pro 
145 150 155 160 



Ser Pro Ala Asp Leu Se r Pro_G,ly_Ala_ S e r_ S e r— Val— Thr— Pro— P ro— Ala 
165 170 175 



Pro Ala Arg Glu Pro Gly His Ser Pro Gin lie lie Ser Phe Phe Leu 
180 185 190 



-17- 

Ala Leu Thr Ser Thr Ala Leu Leu Phe Leu Leu Phe Phe Leu Thr Leu 
195 200 205 

Arg Phe Ser Val Val Lys Arg Gly Arg Lys Lys Leu Leu Tyr lie Phe 
210 215 220 

Lys Gin Pro Phe Met Arg Pro Val Gin Thr Thr Gin Glu Glu Asp Gly 
225 230 235 240 

Cys Ser Cys Arg Phe Pro Glu Glu Glu Glu Gly Gly Cys Glu Leu 
245 250 255 

<210> 12 

<211> 277 

<212> PRT 

<213> Homo sapiens 



<400> 12 

Met Cys Val Gly Ala Arg Arg Leu Gly Arg Gly Pro Cys Ala Ala Leu 
15 10 15 

Leu Leu Leu Gly Leu Gly Leu Ser Thr Val Thr Gly Leu His Cys Val 
20 25 30 

Gly Asp Thr Tyr Pro Ser Asn Asp Arg Cys Cys His Glu Cys Arg Pro 
35 40 45 

Gly Asn Gly Met Val Ser Arg Cys Ser Arg Ser Gin Asn Thr Val Cys 
50 55 60 

Arg Pro Cys Gly Pro Gly Phe Tyr Asn Asp Val Val Ser Ser Lys Pro 
65 70 75 80 

Cys Lys Pro Cys Thr Trp Cys Asn Leu Arg Ser Gly Ser Glu Arg Lys 
85 90 95 

Gin Leu Cys Thr Ala Thr Gin Asp Thr Val Cys Arg Cys Arg Ala Gly 
100 105 110 

Thr Gin Pro Leu Asp Ser Tyr Lys Pro Gly Val Asp Cys Ala Pro Cys 
115 120 125 

Pro Pro Gly His Phe Ser Pro Gly Asp Asn Gin Ala Cys Lys Pro Trp 
130 135 140 

Thr Asn Cys Thr Leu Ala Gly Lys His Thr Leu Gin Pro Ala Ser Asn 
145 150 155 160 

Ser Ser Asp Ala lie Cys Glu Asp Arg Asp Pro Pro Ala Thr Gin Pro 
165 170 175 



Gin Glu Thr Gin Gl y Pro_P_r.o_Ala A rq_ Pro— lie— Thr— Val— G-l-n— Pro-Thr 
180 185 190 



Glu Ala Trp Pro Arg Thr Ser Gin Gly Pro Ser Thr Arg Pro Val Glu 
195 200 205 



-18- 

Val Pro Gly Gly Arg Ala Val Ala Ala lie Leu Gly Leu Gly Leu Val 
210 215 220 

Leu Gly Leu Leu Gly Pro Leu Ala lie Leu Leu Ala Leu Tyr Leu Leu 
225 230 235 240 

Arg Arg Asp Gin Arg Leu Pro Pro Asp Ala His Lys Pro Pro Gly Gly 
245 250 255 

Gly Ser Phe Arg Thr Pro lie Gin Glu Glu Gin Ala Asp Ala His Ser 
260 265 270 

Thr Leu Ala Lys lie 
275 

<210> 13 

<211> 349 

<212> PRT 

<213> Homo sapiens 



<400> 13 

Met Lys Ser Val Leu Tyr Leu Tyr lie Leu Phe Leu Ser Cys lie lie 
15 10 15 

lie Asn Gly Arg Asp Ala Ala Pro Tyr Thr Pro Pro Asn Gly Lys Cys 
20 25 30 

Lys Asp Thr Glu Tyr Lys Arg His Asn Leu Cys Cys Leu Ser Cys Pro 
35 40 45 

Pro Gly Thr Tyr Ala Ser Arg Leu Cys Asp Ser Lys Thr Asn Thr Gin 
50 55 60 

Cys Thr Pro Cys Gly Ser Gly Thr Phe Thr Ser Arg Asn Asn His Leu 
65 70 75 80 

Pro Ala Cys Leu Ser Cys Asn Gly Arg Cys Asn Ser Asn Gin Val Glu 
85 90 95 

Thr Arg Ser Cys Asn Thr Thr His Asn Arg lie Cys Glu Cys Ser Pro 
100 105 110 

Gly Tyr Tyr Cys Leu Leu Lys Gly Ser Ser Gly Cys Lys Ala Cys Val 
115 120 125 

Ser Gin Thr Lys Cys Gly lie Gly Tyr Gly Val Ser Gly His Thr Ser 
130 135 140 

Val Gly Asp Val lie Cys Ser Pro Cys Gly Phe Gly Thr Tyr Ser His 
145 150 155 160 

Thr Val Ser Ser Ala Asp Lys C ys Glu Pro Va l^P_r.o_Asn_Asn— Thr— Phe- 
T6 5 ~ 170 17 5 



Asn Tyr lie Asp Val Glu lie Thr Leu Tyr Pro Val Asn Asp Thr Ser 
180 185 190 



-19- 



Cys Thr Arg Thr Thr Thr Thr Gly Leu Ser Glu Ser lie Leu Thr Ser 
195 200 205 

Glu Leu Thr lie Thr Met Asn His Thr Asp Cys Asn Pro Val Phe Arg 
210 215 220 

Glu Glu Tyr Phe Ser Val Leu Asn Lys Val Ala Thr Ser Gly Phe Phe 
225 230 235 240 

Thr Gly Glu Asn Arg Tyr Gin Asn lie Ser Lys Val Cys Thr Leu Asn 
245 250 255 

Phe Glu lie Lys Cys Asn Asn Lys Gly Ser Ser Phe Lys Gin Leu Thr 
260 265 270 

Lys Ala Lys Asn Asp Asp Gly Met Met Ser His Ser Glu Thr Val Thr 
275 280 285 

Leu Ala Gly Asp Cys Leu Ser Ser Val Asp lie Tyr lie Leu Tyr Ser 
290 295 300 

Asn Thr Asn Ala Gin Asp Tyr Glu Thr Asp Thr lie Ser Tyr Arg Val 
305 310 315 320 

Gly Asn Val Leu Asp Asp Asp Ser His Met Pro Gly Ser Cys Asn lie 
325 330 335 

His Lys Pro lie Thr Asn Ser Lys Pro Thr Arg Phe Leu 
340 345 

<210> 14 

<211> 355 

<212> PRT 

<213> Homo sapiens 



<400> 14 

Met Lys Ser Tyr lie Leu Leu Leu Leu Leu Ser Cys lie lie lie lie 
15 10 15 

Asn Ser Asp lie Thr Pro His Glu Pro Ser Asn Gly Lys Cys Lys Asp 
20 25 30 

Asn Glu Tyr Lys Arg His His Leu Cys Cys Leu Ser Cys Pro Pro Gly 

35 40 45 

Thr Tyr Ala Ser Arg Leu Cys Asp Ser Lys Thr Asn Thr Asn Thr Gin 
50 55 60 

Cys Thr Pro Cys Ala Ser Asp Thr Phe Thr Ser Arg Asn Asn His Leu 

65 70 75 80 

_Prp__ A 1 a_Cy s_JL e u_S e r— Cys— As n— G 1-y— A-rg— Gy -s— As p— S e r — As n— Gin - Val - Glu 
85 90 95 



Thr Arg Ser Cys Asn Thr Thr His Asn Arg lie Cys Asp Cys Ala Pro 
100 105 110 



-20- 



Gly Tyr Tyr Cys Phe Leu Lys Gly Ser Ser Gly Cys Lys Ala Cys Val 
115 120 125 

Ser Gin Thr Lys Cys Gly He Gly Tyr Gly Val Ser Gly His Thr Pro 
130 135 140 

Thr Gly Asp Val Val Cys Ser Pro Cys Gly Leu Gly Thr Tyr Ser His 
145 150 155 160 

Thr Val Ser Ser Val Asp Lys Cys Glu Pro Val Pro Ser Asn Thr Phe 
165 170 175 

Asn Tyr He Asp Val Glu He Asn Leu Tyr Pro Val Asn Asp Thr Ser 
180 185 190 

Cys Thr Arg Thr Thr Thr Thr Gly Leu Ser Glu Ser He Ser Thr Ser 
195 200 205 

Glu Leu Thr He Thr Met Asn His Lys Asp Cys Asp Pro Val Phe Arg 
210 215 220 

Asn Gly Tyr Phe Ser Val Leu Asn Glu Val Ala Thr Ser Gly Phe Phe 
225 230 235 240 

Thr Gly Gin Asn Arg Tyr Gin Asn He Ser Lys Val Cys Thr Leu Asn 
245 250 255 

Phe Glu He Lys Cys Asn Asn Lys Asp Ser Tyr Ser Ser Ser Lys Gin 
260 265 270 

Leu Thr Lys Thr Lys Asn Asp Asp Asp Ser He Met Pro His Ser Glu 
275 280 285 

Ser Val Thr Leu Val Gly Asp Cys Leu Ser Ser Val Asp He Tyr He 
290 295 300 

Leu Tyr Ser Asn Thr Asn Thr Gin Asp Tyr Glu Thr Asp Thr He Ser 
305 310 315 320 

Tyr His Val Gly Asn Val Leu Asp Val Asp Ser His Met Pro Gly Arg 
325 330 335 

Cys Asp Thr His Lys Leu He Thr Asn Ser Asn Ser Gin Tyr Pro Thr 
340 345 350 



His Phe Leu 
355 



<210> 15 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> Unsure 

<222> (11) . . (11) 

<222>>- May_Jbe— any— nucleotide 



<220> 

<221> Unsure 



<222> 
<223> 



(125) . . (126) 
May be any nucleotide 



<220> 

<2 21> Unsure 

<222> (296) . . (296) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (305) . . (305) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (308) . . (308) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (312) . . (312) 

<223> May be any nucleotide 



<220> 

<2 21> Unsure 

<222> (326) . . (326) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (345) . . (345) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (358) . . (358) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (380) . . (380) 

<22 3> May be any nucleotide 



<220> 

<221> Unsure 

<222> (387) . . (387) 

<223> May be any nucleotide 



<22 0> — 

<221> Unsure 

<222> (391) . . (391) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (393) . . (393) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (415) . . (415) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (425) . . (425) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (434) . . (434) 

<22 3> May be any nucleotide 



<220> 

<221> Unsure 

<222> (438) . . (438) 

<2 23> May be any nucleotide 



<220> 

<221> Unsure 

<222> (446) . . (446) 

<223> May be any nucleotide 



<220> 

<2 21> Unsure 

<222> (458) . . (458) 

<2 23> May be any nucleotide 



<220> 

<221> Unsure 

<222> (474) . . (474) 

<223> May be any nucleotide 



<220> 

<2 21> Unsure 

<222> (478) . . (478) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (487 ) . . (48_7_) 

<223> May be any nucleotide 



<220> 



-23- 



<221> Unsure 

<222> (489) . . (489) 

<22 3> May be any nucleotide 



<220> 

<221> Unsure 

<222> (496) . . (496) 

<223> May be any nucleotide 



<220> 

<2 21> Unsure 

<222> (499) . . (499) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (503) . . (503) 

<223> May be any nucleotide 



<400> 15 



gaattcggca 


nagcctctcc 


acgcgcacga 


actcagccaa 


cgatttctga 


tagatttttg 


60 


ggagtttgac 


cagagatgca 


aggggtgaag 


gagcgcttcc 


taccgttagg 


aactctgggg 


120 


acagnncgcc 


ccggccgcct 


gatggccgag 


gcagggtgcg 


acccaggacc 


caggacggcg 


180 


tcgggaacca 


taccatggcc 


cggatcccca 


agaccctaaa 


gttcgtggtc 


gtcatcgtcg 


240 


cggtcctgct 


gccagtccta 


gcttactctg 


ccaccactgc 


ccggcagagg 


aagttnccca 


300 


gcagncantg 


gncccacagc 


aacagnggca 


cagtttcaag 


ggggnaggag 


ttttccanca 


360 


agtttttata 


gttcagaacn 


tattggngct 


ntnaaccctt 


gcacaagggt 


ttggnttaaa 


420 


ccaangtttc 


caanatgnac 


tttttngttc 


cctgttanat 


tttttaatta 


gttnaaantt 


480 


aaatttntna 


accttnccng 


ggnaaatt 








508 



<210> 


16 


<211> 


326 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


Unsure 


<222> 


(41) . . (41) 



<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (301) . . (301) 

<223> May be any nucleotide 



<220> 

<221> Unsure 



-24- 



<222> (302) . . (302) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (314) . . (314) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (317) . . (317) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (326) . . (326) 

<22 3> May be any nucleotide 



<400> 16 
ggcagaggtg 


tctccagcct 


ggctctatct 


tcctccttgt 


natcgtccca 


tccccacatc 


60 


ccgtgcaccc 


cccaggaccc 


tggtctcatc 


agtccctctc 


ctggagctgg 


gggtccacac 


120 


atctcccagc 


caagtccaag 


a ggg ca ggg c 


cagttcctcc 


catcttcagg 


cccagccagg 


180 


cagggggcag 


tcggctcctc 


aactgggtga 


caagggtgag 


gatgagaagt 


ggtcacgggg 


240 


atttattcag 


ccttggtcag 


agcagaacac 


agagtttttc 


cgtgtgttgg 


tttttactct 


300 


nnttcccctt 


cttnatnccc 


ctttcn 








326 



<210> 17 

<211> 340 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> Unsure 

<222> (54) . . (55) 

<22 3> May be any nucleotide 



<220> 



<2 21> Unsure 
<222> (59) . . (59) 



-25- 



<223> May be any nucleotide 
<220> 

<221> Unsure 

<222> (62) . . (62) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (72) . . (72) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (134) . . (134) 

<22 3> May be any nucleotide 

<220> 

<221> Unsure 

<222> (172) . . (172) 

<223> May be any nucleotide 

<220> 

<221> Unsure 

<222> (181) . . (181) 

<223> May be any nucleotide 

<220> 

<221> Unsure 



<222> (235) . . (235) 

<223> May be any nucleotide 



-26- 



<220> 

<221> Unsure 

<222> (269) . . (269) 

<22 3> May be any nucleotide 



<220> 

<221> Unsure 

<222> (282) . 

<223> May be 



(282) 

any nucleotide 



<220> 

<221> Unsure 

<222> (308) . . (309) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (338) . . (338) 

<223> May be any nucleotide 



<400> 17 

ggcagaggcc ccagctgctg aagagacaat aatcaccagc ccggggactc ctgnntctnc 60 

tnattacctc tnatgcacca tcgtagggat catagttcta attgtgcctt ctaattgttt 120 

ttgtttgaaa aganttcact gtggaagaaa ttccttcctt acctgtaagt tncaggtagg 180 

ngcctggctg agggcggggg gcgctggtac actctctgac cctgcctccc tctgnctgtt 240 

ttcccacaga cagaaacgcc tgcccctgnc cccaagttcc tngtgttttc cagcctggct 300 

ctatcttnnc tccttgtgaa tcgttcccat ccccacangc 340 

<210> 18 

<211> 241 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> Unsure 

<222> (13) . . (13) 

<223> May be any nucleotide 



<220> 

<2 21> . Unsure 

<222> (34) . . (34) 

<223> May be any nucleotide 



<220> 

<2 21> Unsure 

<222> (78) . . (78) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (82) . . (82) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (84) . . (84) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (197) . . (197) 

V2 2 3~> May be any nucleotide 



-28- 



<220> 

<221> Unsure 

<222> (204) . 

<223> May be 



(204) 

any nucleotide 



<220> 

<221> Unsure 

<222> (218) . . (218) 

<223> May be any nucleotide 



<220> 

<221> Unsure 

<222> (220) . 

<22 3> May be 



(220) 

any nucleotide 



<220> 

<221> Unsure 

<222> (226) . . (226) 

<223> May be any nucleotide 



<400> 18 

ccagggtctc ctnccccacc tgctgaagag acantgacca ccagcccggg gactcctgcc 60 

tcttcctcat tacctctnat gnancatcgt agggatcata gttctaattg tgccttctga 120 

attgtgcttt gtttggaaag acttcactgt gggaagaaat tccttcctta cctgaagttg 180 

caggtaggcc ctgggtnagg gcgnggggcg ctggacantn tctggncctg gctgcccgct 240 

g 241 

<210> 19 
<211> 27 
<212> DNA 



<213> Artificial Sequence 
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<220> 



<221> 



misc feature 



<223> 



PGR Primer 



<400> 19 

cgcggatcca ccactgcccg gcaggag 



27 



<210> 20 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<223> PCR Primer 

<400> 20 

gcgtctagac tagtaatgag aagaggcagg 3 0 

<210> 21 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<223> PCR Primer 



<400> 21 

cgctctagac cgccatcatg gcccggatcc ccaag 



35 



<210> 



22 



<211> 30 
<212> DNA 



-30 



<213> Artificial Sequence 
<220> 

<221> misc_feature 

<223> PCR Primer 

<400> 22 

gcgtctagac tagtaatgag aagaggcagg 

<210> 23 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<223> PCR Primer 

<400> 23 

cgcgaattcc gccatcatgg cccggatccc caag 

<210> 24 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<223> PCR Primer 

<400> 24 

gcgtctagag taatg a gaag aqgcagg 



<210> 25 



-31- 



<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_f eature 

<223> PCR Primer 

<400> 25 

cgctctagac cgccatcatg gcccggatcc ccaag 

<210> 26 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<221> misc_feature 

<223> PCR Primer 

<400> 26 

gcgtctagac tagtaatgag aagaggcagg 



